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SEQUENCE LISTING 

<110> Tamatani, Takuya 
Tezuka, Katsunari 

<120> CELL SURFACE MOLECULE MEDIATING CELL 
ADHESION AND SIGNAL TRANSMISSION 



<130> 06501-039001 

<140> US 09/383,551 
<141> 1999-06-26 

<150> PCT/JP98/00837 
<151> 1998-02-27 

<150> JAPAN 09-62290 
<151> 1997-02-27 

<150> JAPAN 10-62217 
<151> 1998-02-26 

<160> 26 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 600 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> {!)... (597) 

<400> 1 

atg aaa tea cgc etc tgg tat ttc ttt etc ttc tee ttg egc att aaa 

Me^ Lys Ser Gly Leu Trp Tyr Phe Phe Leu Phe Cys Leu Arg He Lys 

r ■ 5 10 15 

gtt tta aca gga caa ate aat ggt tet gee aat tat gag atg ttt ata 
Val Leu Thr Gly Glu He Asn Gly Ser Ala Asn Tyr Glu Met Phe He 
20 25 30 

ttt cac aac gga ggt gta caa att tta tgc aaa tat cct gac att gtc 
Phe His Asn Gly Gly Val Gin He Leu Cys Lys Tyr Pro Asp He Val 
35 40 45 

cag caa ttt aaa atg cag ttg etg aaa ggg ggg caa ata etc tgc gat 
Gin Gin Phe Lys Met Gin Leu Leu Lys Gly Gly Gin He Leu Cys Asp 
50 55 60 

etc act aag aca aaa gga agt gga aac aca gtg tec att aag agt ctg 
Leu Thr Lys Thr Lvs Gly Ser Gly Asn Thr Val Ser He Lys Ser Leu 
65 ' 70 75 80 



aaa tzz cgc cat zzz cag zza tec aac aac agt etc tct ttt ttt eta 238 

Lys Phe Cys His Ser Gin Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 

85 90 95 

tac aac ttg gac cat tct cat ccc aac tat tac ttc tec aac eta tea 336 

Tyr Asn Leu Asp Kis Ser His Ala Asn Tyr Tyr Phe Cys Asn Leu Ser 

100 1Q5 ' ' 110 

att ttt gat ect cct cct ttt aaa eta act ctt aca gga gga tst ttc 394 

lie Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Giy Glv Tvr Leu 

115 120 125 

cat att tat gaa tea caa ctt tgt tgc cag ctg aag ttc tgg tta ccc 432 

His. lie Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Phe Trp Leu Pro 

130 135 " ■ 140 

ata gga tgt gca gee ttt gtt gta gtc tgc att ttg gga tgc ata ctt ^BO 

lie Giy Cys Ala Ala Phe Vai Val Val Cys He Leu Gly Cys lie Leu 

145 150 155 160 

att tgt tgg ctt aca aaa aag aag tat tea tec agt gtg cac gac cct 528 

lie Cys Trp Leu Thr Lys Lys Lys Tyr Ser Ser Ser Vai His Asp Pro 

165 170 175 

aac ggt gaa tac atg ttc atg aga gca gtg aac aca gee aaa aaa tct 576 

Asn Giy Glu Tyr Met Phe Met Arg Ala Vai Asn Thr Ala Lys Lys Ser 

180 185 190 

aga etc aca gat gtg ace eta taa 600 
Arg Leu Thr Asp Val Thr Leu 
195 



<210> 2 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 2 
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Cys 


rie 


Leu 


Gly Cys 


lie 


Leu 
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<210> 3 
<211> 2610 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (26) . . . (622) 



<400> 3 

ggactgrtaa ctgtttctgg caaac atg aag tea gcc etc tag tat ttc ttt 

Met Lys Ser Gly Leu Trp Tyr Phe Phe 
1 ' '5 



etc ttc tgc ttg cgc att aaa gtt tta aca gca gaa ate aat ggt tct 
Leu Phe Cys Leu Arg lie Lys Val Leu Thr Gly Glu He Asn Gly Ser 
10 15 20 25 



gcc aat tat gag atg ttt ata ttt cac aac gga ggt gta caa att tta 
Ala Asn Tyr Glu Met Phe He Phe His Asn Gly Gly Val Gin He Leu 
30 35 40 



tgc aaa tat cct gac att gtc cag caa^ttt aaa atg cag ttc ctg aaa 
Cys Lys Tyr Pro Asp He Val Gin Gin Phe Lys Met Gin Leu Leu Lys 
45 50 55 



gag ggg caa ata etc tgc gat etc act aag aca aaa gga agt gga aac 
Gly Gly Gin He Leu Cys Asp Leu Thr Lys Thr Lys Gly Ser Gly Asn 
60 " 65 ' 70 



aca gtg'tcc att aag agt ctg aaa ttc tgc eat tct cag tta tec aac 
Thr Val Ser He Lys Ser Leu Lys Phe Cys His Ser Gin Leu Ser Asn 
75 80 85 

aac agt gtc tct ttt ttt eta tac aac rtc gac cat ret cat gcc aac 
Asn Ser Val Ser Phe Phe Leu Tyr Asn Leu Asp His Ser His Ala Asn 
90 95 100 105 



tat tac ttc tgc aac eta tea att ttt gat cct cct cct ttt aaa gta 
Tyr Tyr Phe Cys Asn Leu Ser He Phe Asp Pro Pro Pro Phe Lys Val 
110 115 120 



act ctt aca gga gga tat ttg cat att tat caa tea caa ctt tgt tgc 
Thr Leu Thr Gly Gly Tyr Leu His He Tyr Glu Ser Gin Leu Cys Cys 
125 130 135 



cag ctg aag ttc tgg tta ccc ata gga tgt gca gcc ttt gtt gta gtc 
Gin Leu Lys Phe Trp Leu Pro He Gly Cys Ala Ala Phe Val Val Val 



4 



4C 



:45 



15C 



ZZZ £-t ZZZ ZQa ZZZ aZB ZZZ BZZ ZZZ "C? ZZZ £C£ oic a£C ££3 ZaZ 

:vs :is Leu C-ly Cys He Leu ::e Cys Tr? Leu Thr Lys Lys Lys Tyr 

155 160 165 

zza ZZZ act zzq cac cac ccr aac cgi raa rar-arc "t r £i; cga oca 

So- ser Ser Val His Aso Pro Asn Giy Glu Tyr >lez ?he Met Arc Ala 

170 1^5 ISO 135 

czz aac.aca rrc aaa aaa zzz aga etc aca gat gtg act eta 

Vai Asn Thr Ala Lys Lys Ser Arg Leu Thr As? Val Tr.r Leu 

190 195 



taatatggaa 
tgcaagattc 
ttggtgtttt 
gccttggtac 
gcccagctcc 
-gcattagcc 
ttgaatttgc 
£ttacttttt 
caaagctggr 
agtattctcc 
cttgtgccct 
tcactttcaa 
atctatgcat 
atattttccc 
taaaatgctt 
-ttawwttat 
gtttagttct 
cattctcatc 
gctgttagac 
rtccagcagc 
ggccactagg 
ttgcattcat 
rataaaaacc 
atgatttggc 
ttttctactt 
atttgtaact 
tctactttac 
gtaatcctgg 
■ tgttttcagc 
ragctttctg 
ttggttgtcc 
aataataatt 
aagagatttt 
aaaaaaaa 



ctctggcacc 

tcttatttcc 

gtttaatctg 

tgcccagtcc 

tgtgtgctca 

agtaaaacaa 

aaagcaaatg 

ttttctgtag 

gctattttat 

tttaattgct 

caattttctt 

tagagagcta 

acatatatac 

tacaagaata 

tactttgttc 

tatcctattt 

ttttgtagat 

gggtagagca 

tatacccatg 

tctccagacc 

tattcttgct 

aatttcagga 

acacagcctg 

tagaaagatt 

cctgtctgca 

ttaggtaaac 

aagtgagacc 

atgtgtacag 

tgactrccac 

tgtgtggggt 

aagctgtgcc 

cacaaaattt 

aacagtagta 



caggcatgaa 

gggaccacgg 

gaagaatgac 

tctcaaaaca 

ctgggagtgc 

acacatttac 

accagtcaag 

cgrtgagaat 

ttctgagatg 

gaaccccagt 

tttaaaaata 

tgtcttacat 

acacatatgt 

tttttgctcc 

aagttagtgg 

tctaccatta 

caractaaaa 

caatattcat 

gtgcctttgg 

tgggtggaat 

cccagaggct 

tctgtgaaga 

gaaattggcc 

cttaaatatg 

tgcccaacgc 

tgggattatg 

cgatatgtca 

tacagtacwt 

aacctgactg 

cgggtat ggg 

tcgacacatc 

ctgtgaaatc 

agaaggcaaa 



gcacgttggc 
agagtctgac 
tgtatcagtc 
aacaccctct 
aatccctgtc 
aagaaaaatg 
gaccaccat 
ttctctttta 
ttgatgtgaa 
tgaccatttt 
cttctacatg 
tttttcctct 
atataaaart 
agaaagacat 
taggaaacat 
tctatgtttt 
ttgcaaacaa 
ttsgcctgaa 
gcttgacagg 
tccagggttg 
gaagtcaccc 
ccacatatgt 
ctggcccttc 
tggaatatga 
ttttcaacca 
ttctagttta 
ttatgcatat 
aacttgtaat 
cctttgcaca 
caggagaact 
ctcatcccaa 
aaatccactt 
caataaacet 



cagttttcct caacttcaac 
ttaaciacat acatcttttg 
aatggggatt ttaacagact 
tgcaaccagc tttggacaaa 
tccacatctg cttctagcag 
ttttaaagat gccaggcgta 



t tgtccgcatt 

atcagttaag ggagatgctt 
ctgtacatta gtacatattt 
accaagactt tagatgtttt 
actgcttgac agcccaacag 
gctgctcaat agttttatat 
caraacgaat atatttgcct 
gttcttttct caaattcagt 
tgccccgaat tgaaagcaaa 
catggtgcta ttaattacaa 
aatcatcttt aatgggccag 
agctgcagtt actatagctt 
ttaaaatggt ttc tat cage 
agagactccc ctgagccaca 
rcggaatcac agtggtctac 
ctcacgccac aattccctct 
aagatagcct tctttagaat 
ttattcttag ctggaatatt 
cccaatctcg atgcaacaac 
acattttgta actgtgtgct 
ttatattatc ttaagcatct 
ttgaatctag tatggtgttc 
gctgttccct gagttgtttg 
ttcatggtgg cccacctcgc 
gcatgcgaca cctcaagatg 
ttaacaggag ccacttatca 
tigatattca gcaactgaaa 



^42 
902 
362 
922 
982 
1342 
1102 
1162 
1222 
1282 
1342 
1402 
1462 
1522 
1582 
1642 
1702 
1762 
1822 
1382 
1942 
2002 
2062 
2122 
2182 
2242 
2302 
2362 
2422 
2482 
2542 
2602 
2610 



<210> 4 
<211> 2072 
<212> DNA 

<213> Rattus norvegicus 



<220> 
<221> CDS 

<222> (35) . . . (634) 



5_ 



<4CC> 4 

r-gaagggga scagtgcagc 



=rac 5-; 55; zzz z^z zzz zzz zzz 
Met Lys Pre Tyr ?he Ser Cys 



zzc zzz etc ttc tgc ttc era ate aaa ett tta aca gga gaa zzz aar 
Va^ ?he Val Phe Cys Phe Leu lie Lvs Leu Leu Thr Giy Glu Leu Asr. 
10 15 20 



gac ttg g: 



aat cac sgg atg ttt t: 



:ac gat zza 



:a ca: 



Asp Lau Ala Asn His Arc Met Phe Ser Phe His Asp Gly Gly Val G.r. 

25 30 35 

art tct tgt aac tac cct gag act etc cag cag tta aaa atg eag tte 

lie Ser Cvs Asn Tvr Pro Giu Thr Val Gin Gin Leu Lys Met Gin Leu 

"40 " ' 45 50 55 

ttc aaa gac aga gaa gtc etc tgc gac etc ace aag acc aag gga age 

^he Lvs AsD Are Glu Val Leu Cys Asp Leu Thr Lys Thr Lys Gly Ser 

'60 65 



caa aac ace gtg tee ate aag aat teg atg tee tgt cea tat eag ete 

Glv Asn Thr Val Ser lie Lys Asn Pro Kez Ser Cys Pro Tyr Gin Leu 
75 BO 95 

tec aac aac agt gtc tct ttt ttc eta cac aac gca gac age tee cag 

ce^ Asn Asn Ser Val Ser Phe Phe Leu Asp Asn Ala Asp Ser Ser Gin 
" * 90 95 100 

cgc ace tac ttt tta tge age etg teg att ttc gac eca cce cct ttt 

Gly Ser Tyr Phe Leu Cys Ser Leu Ser.- He Phe Asp Pro Pro Pro Phe 

i05 ' 110 il5 

zaa aaa aag aac ctt agt gga gga tat tte ctt att tat gaa tee eag 

-In Glu Lvs Asn Leu Ser Gly Gly Tyr Leu Leu He Tyr Glu Ser Gin 

120 ' 125 130 135 

ctt tet tge eag etg aag ctt tgg tta cce gta ggg tct eca get ttt 

Leu Cys Cys Gin Leu Lys Leu Tro Leu Pro Val Gly Cys Ala Ala Phe 
140 145 150 



343 



391 



439 



46" 



ctg cea gcg etc ctt ttt gga tgc ata ttt ate etc teg ttt gca aaa 

Val Ale Ala Leu Leu Phe Giy Cys He Phe He Val Trp Phe Ala Lys 

155 150 165 

aag aag tac aaa tec agt gtg cac gac cct aat age gag tac atg ttc 

Lys Lvs Tvr Arc Ser Ser Val His Asp Pro Asn Ser Glu Tyr Met Phe 

170 ' 1"5 180 

atg gcg aca gtc aac aca aac aaa aag tee aga ctt gca ggt atg acc 

Met Ala Aia Val Asn Thr Asn Lys Lys Ser Arg Leu Ala Gly Met Thr 



l65 



190 



195 



tea taatctggaa caegggaace eatggaggaa etacactgte tagttceee: 

Ser 

200 



583 



631 



684 



-6 



^zt cac aat gga aaz eta cag art tzz zzz aaa zac ccz gag act gtc 
^he Kis Asn Gly Gly Val Gin lie Ser Cys Lys Tyr Pro Giu Thr Val 
35 40 



raaacttgsfi tggagaaagi cttctatttt ctggaccaca gggcatctca cttgattaac "AA 

lactgatacc tccttttcgk gttttgttt; trtgcatcag tgactatrag tcactcggaa 304 

■rttcccraga ctgccctggg ittgctgagt icttttaacg caaaccrctt rttatagaac S64 

accczcrtws tatgtattca acaaacagac c-raciggga tacaatrrcc tctttctgcg B2A 

cctgcttcta gctatgcacc ggccaccaag acaaacatat ctccagcatt -ttacaaaaa 984 

tgccagggta tgaatctgta aagtacacac gcagccattg accaccgtct gtcctcgttt 1044 

tttcaaattc ratttttttc catagagatc agcattcrf: ctagaatcac scagtagagg 1104 

^acatccttc acaacagaag ctcttatgtt tctgagatgt tgatcaattc atgctttagt .164 

sccaccatgt tctrtaacaa cttctatatt ccagctgatc actgcttcag ggcttacatg 122A 

rctacttttc crttcaagtc tcccctiaaa gatactrcca caggtctact tggtgccctg 1284 

cagccactct gaataggaac rttggtctac aatttccccc rtctgctgct caaaaaaaaa 1344 

aattectaga tatgattttc ccatattctc cctgccaaag taattttttr cagcaaagac 1404 

etctaaattc agttaatatg gtttactgtg ttgatattag tggcagtaaa catttrtcag 1464 

aatcaaaagc aaattaattt tgcggtggtg rttttctacc attatcttgg gtttccatgg 1524 

t-'ctattact cacaacttta gctattttti tatgcatcat attaaagttg caagcaagca 1584 

gagcaaccct cggttaatgg gcaaacattc tcctggggta gaatgaattg tctatttagc 1644 

^caaaaactg cagtttctgt gggtggctgc cagactacag ccgtgctttg ctctcgcttt 1704 

aacagcttga aatagycccc atcascstgg aacagwactc cagactgtgc tggagtccca 1764 

eacttaggag ggccatggag cctgcgacag gctgctgctr tggtctttag gatctaggaa 1924 

raattacaca ggggccaaga cagagttccc trrcctagaa actgtgcagr -tggaagtca 1384 

"'-cctcccac rttaagataa ccttctttag aacatgagtt agttggtagt attctgacgt 1944 

riaaacagcc tatkgttgct cggagctgga ccattttctc cacttccztg tctgcatgcc 2004 
taaaacttct agagcagcca acgtatatgc aacattaaag aaaaaaaaaa aaaaaaaaaa 
aaaaa aaa 

<210> 5 
<211> 603 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> ( 1) . . . (600) 

<4C0> 5 

arc aaa ccc tac ttc tgc cat gtc ttt gtc ttc tgc ttc eta ate aga 48 

Mot 'ys Pro Tyr Phe Cys His Val Phe Val Phe Cys Phe Leu lie Arg 

"I 5 10 15 

ctt tta aca aga gaa ate aat ggc teg gcc gat cat agg atg ttt tea 96 
-"eu Leu Thr Gly Glu He Asn Gly Ser Ala ,Asp His Arg Met Phe Ser 
20 25 30 



2064 
2072 



144 



cag cag tta aaa atg cga ttg itc aga gag aga gaa gtc etc tgc gaa 192 
Gin Gin Leu Lys Met Arg Leu Phe Arg Glu Arg Glu Val Leu Cys Glu 
50 55 60 



etc ace aag ace aag gaa age eca aat geg gtg tec ate aag aat cea . 240 

Teu Th'- Lvs Thr Lys Gly Ser Glv Asn Ala Val Ser He Lys Asn Pro 
'^eS ' 70 . 75 80 

atg etc tgt eta tat cat ctg tea aac aac age gtc tct ttt ttc eta 288 



:-:et Leu Cvs Leu Tvr His Leu Ser Asn Asn Ser Val Ser ?hs ?he Leu 

85 50 95 

aac aac era car age zzz rac era arc -at "a: ttr rrr arr rtg trr 236 

isn Asn Pre kso Ser Ser Gin -GLy Ser Tyr Tyr Fr.e Cys Ser Leu Ser 

100 105 ::o 

azz zzz gaccra crt rrt zzz caa raa ago aac zzz aci gra gga rat 294 

-io :r>e AsD Pro Pro Pro Phe Gin Glu Arr Asr. Leu Ser Gly Gly Tyr 

115 120 125 

ttg rat att tat gaa trr cag ctr tgr trr rag rtg aag rtr tgg eta ^22 

Leu His lie Tyr Giu Ser Gin Leu Cys Cys Gin Leu Lys Leu Trp Leu 

130 125 140 

cce eta ggg ttg era get ttc gtt gtg gta ere ctt ttt gga tee ata 460 

Pro Vol Gly Leu Pro Ala Phe Val Val Val Leu Leu Phe Gly Cys lie 

145 150 155 160 



rtt ate ate tgg ttt tea aaa aag aaa tac gga tee agt rtr rat gac 
"^ou lie lie Tri Phe Ser Lys Lys Lys Tyr Gly Ser Ser Val Kis Asp 
165 1^0 17= 

crt aat agt gaa tac atg ttc atg grg gra gtc aac aea aac aaa aag 
-sn Ser Giu Tyr Met Phe Met Ala Ala Val Asn Thr Asn Lys Lys 
180 185 190 

zcz aaa ctt gca ggt gtg ace tea taa 
Ser Are Leu Ala Gly Vai Thr Ser 
195 200 



528 



576 



603 



<210> 6 

<2il> 836 

<212> CNA 

<213> Rattus norvegicus 

<220> 
<221> CDS 

<222> (35) , . . (682) 
<400> 6 

ctggaacaaa aaagtgcagc tgttcetggc agac atg aag zzz tac ttc teg tgc 

Met LvE Pre Tyr Phe Ser Cys 
1 * 5 



55 



gtc ttt gtc ttc tgc ttc eta ate aaa ctt tta aea gga gaa etc aat 103 

Va^ Phe Val Phe Cys Phe Leu lie Lys Leu Leu Thr Gly Giu Leu Asn 
10 15 20 

gac ttg gee aat eac agg atg ttt trg ttt eac gat gga ggt gta cag 151 

Asp Leu Ala Asn His Arg Met Phe Ser Phe His Asp Gly Gly Val Gin 
25 30 35 

att tet tot aac tac cet gag act gtc eac cag tta aaa atg cag ttg 199 

lie Ser Cys Asn Tyr Pro Giu Thr Val Gin Gin Leu Lys Met Gin Leu 
40 45 50 55 



8 



zzc aaa gac aga gaa gtc zzz zgc cec zzz acc aac acc aag gca age 24"? 

?r.e Lys Asp Arg Glu Val Leu Cys Asp Lsu Thr lys Tr.r Lys Gly Ser 

60 65 *C 

gga eac acc gtg tec ate aag aat ccg atg zzz zzz zza zaz zaz zzz 295 

^iy Asn Thr Val Ser lie Lys P*sn Pro Met Ser Cys Pre Tyr Gin Leu 

75 30 S5 

zzz aac aac agt gtc tct zzz zzz zza gac aac gca gac age tee eae 343 

Ser Asn" Asn Ser Val Ser Phe Phe Leu Asp Asn Ala Asp Ser Ser Gin 

90 95 100 



egc age tac ttt ttatgc age etc teg att tte gae cca cec cet ttt 
Gly Ser Tyr Phe Leu Cys Ser Leu Ser lie Phe Asp Pro Pro Pro Phe 
105 ' 110 lis 

caa caa aag aac ctt agt gga gga tat ttg ctt att tat gaa tee eag 
Gin Glu Lvs Asn Leu Ser Gly Gly Tyr Leu Leu lie Tyr Glu Ser Gin 
120 " 125 130 135 



ctg oca acg etc ctt ttt gga tge ata ttt ate gtc tgg ttt gca aaa 
Val Ala Ala Leu Leu Phe Gly Cys lie Phe lie Val Trp Phe Ala Lys 
155 160 165 

aag aag tac aga tec agt gtg cac gac cet aat age gag tac atg tte 
Lys Lys Tyr Ara Ser Ser Val Kis Asp Pre Asn Ser Glu Tyr Met Phe 
170 ' 1*^5 - 180 

ate ceg gca gtc aac aca aac aaa aag tee aga ctt gca ggt aca gca 
Met Ala Ala Val Asn Thr Asn Lys Lys Ser Arg Leu Ala Gly Thr Ala 
155 190 195 

ecc ctt agg get ttg ggg aga gga gaa cac tct tea tgt caa gac egg 
Pro Leu Arg Ala Leu Gly Arg Gly Glu His Ser Ser Cys Gin Asp Arg 
200 205 210 215 



439 



Ctt tet tge eag ctg aag ctt tgg tta cec gta ggg tgt gca get ttt 467 
Leu Cvs Cys Gin Leu Lys Leu Trp Leu Pro Val Gly Cys Ala Ala Phe 
140 " 145 150 



535 



583 



631 



679 



aat taatttgttt atttctattt taaaagaaag acattttttc ceetaaagat 732 
Asn 



aatttttgta tttttatgtg aaagtctgaa tcttcatttt aactcgaett atatactctg 
tggtatatta aaaataatgt ttgtgaaaaa aaaaaaaaaa aaaa 

<210> 7 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PGR 



<400> 7 



<212> DN'A 

<213> Ar'iiiicial Sequence 
<220> 

<223> crir.er for FCR 
<400> 5 

accci=ccgg tacccga-ci --cagctggc 

<21C> ? 
<211> 30 
<212> DNA 

<213> nrtificial Sequence 
<220> 

<223> primer for ?C?. 
<400> r 

zaaczcw--c icgagaacai ;aagz:cagcc 

<210> 10 
<211> 30 
<212> DNA 

<2i3> Artificial Sequence 
<220> 

<223> prinier for PGR 

<400> IC 

aLCCwctcgg taacggaicc ztcagctggc 

<210> il 

<211> 35 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> prir.er for- FCR 

<400> 11 

cgtgatattg ctgaagagct tggcgccgaa 

<210> 12 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> priner for PCR 
<400> 12 

cattcaagtt tcagcgaact agtccatgcg 



JO 



^ - w - - 

<211> 200 
<2:2> ?r.T 

<:i3> P.sifjs r.crvecicus 
<400> 12 



•-2er 




Pre 


Tyr 


Phe 

5 


Ser 


Cys 


Val 


r ne 


Val 


Phe 


"ys 


Phe 


Leu 


He 


-y^ 


1 

Leu 


Leu 




Gly 


Glu 


Leu 


Asn 


Asp 


Leu 


Ala 


Asn 


His 


Ar? 


Met 


Pne 


Ser 








2C 










- 
















rhe 


His- 


Asc 


Gly 


Gly 


Val 


Gin 


He 


Ser 


"ys 


Asn 


• .* - 


Pro 


Glu 




Val 






35 




















45 








Gin 


Gin 


Leu 


1-ys 


Me- 


G*n 


Leu 


Phe 




Asp 


Arr 




Val 


Leu 


Cys 


Asp 




EG 










55 










60 










Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Thr 


Val 


Ser 


He 


'-ys 


Asn 


Pre 


6 = 








70 










"5 










30 


Met 


Ser 


Cys 


Pre 


Tyr 


Gin 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 








85 










90 










95 




Asp 


Asn 


Ala 


Asp 


Ser 


Ser 


Gin 


Gly Ser Tyr 


Phe 


Leu 


Cys 


Ser 


Leu 


Ser 






IOC 










105 










110 






lie 


Phe 


Asp 


Pro 


Pro 


Pre 


Phe 


Gin 


Glu 


Lys 


Asn 


Leu 


Ser 


Gly 


Gly Tyr 






115 










120 










- ~ c 








Leu 


Leu 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


-ys 


Cys 


G 1 n 


Leu 


Lys 


Leu 




Leu 




130 










135 










140 










Pre 


Vol 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Ala 


Ala 


Leu 


Leu 


Phe 


Gly 


Cys 


He 


145 








150 










155 










160 


Phe 


He 


Val 


Trp 


Phe 


Ala 


Lys 


Lys 


Lys 


Tyr 


A.rg 


Ser 


Ser 


Val 


His 


A.sp 










165 










170 










175 




Pro 


Asn 


Ser 


Glu 




Met 


Phe 


Met 


Ala 


Ala 


Val 


Asn 


Thr 


Asn 


Lys 


Lys 








180 








1 = 5 










190 






Ser 


Arc 


Leu 


Ala 


Gly 


Met 


Thr 


Ser 




















195 










200 



















<210> 14 
<211> 200 
<212> PRT 

<213> Mus n-.usculus 



C4G0 


> 14 






























Met 


Lys 


Pro 


Tyr 


Phe 


Cys 


His 


Val 


Phe 


Val 


Phe 


Gys 


Phe 


Leu 


He 


Arc 


1 






5 










10 










15 




Leu 


Leu 


Thr 


Gly 
20 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


Ar? 


Met 
30 


Phe 


Ser 


Phe 


His 


Asn 


Gly 


Gly Val 


Gin 


He 


Ser 


Cys 


Lys 


- - 


Pre 


Glu 


Thr 


Val 






35 










40 










45 








Gin 


Gin 


Leu 


Lys 


Met 


Arg 


Leu 


Phe 


Ara 


Glu A.rc 


Glu 


Val 


Leu 


Cys 


Glu 




50 










55 










60 










Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Ala 


Val 


Ser 


He 


Lys 


Asn 


Pro 


65 








70 










73 










80 


Met 


Leu 


Cys 


Leu 


Tyr 


His 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 








85 










90 










95 




Asn 


Asn 


Pro 


Asp 
100 


Ser 


Ser 


Gin 


Gly 


Ser 
105 


Tyr 


Tyr 


Phe 


Cys 


Ser 
110 


Leu 


Ser 


He 


Phe 


Asp 
115 


Pro 


Pro 


Pro 


Phe 


Gin 

12C 


Glu 


A.rg 


Asn 


Leu 


Ser 

125 


Gly 


Gly 


Tyr 


Leu 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


Trp 


Leu 




130 








135 










140 















Pro 


Vai 


Giy 


Leu 




Ala 


rhe 


Vs. • a. 


• a^ ..eu ..'eu 


rT.e 


« w/s ..e 


145 










150 










16C 


Leu 


lie 


1 i.e 


Trc 


Phe 


Ser 


Lys 


S <— 5 






l:-^ •e'»» 
• a. n.S r-S*. 

" s 


Pro 


Asn 


Ser 


Glu 
180 






It r^e 








.-.c. «ys -vS 

1 


Ser 


Arg 


Leu 


Ala 


Giy 


Vai 


?hr 


Ser 










195 










2C0 









<210> 15 

<21i> 216 

<212> PRT 

<213> Rattus ncrvegicus 



<400> 15 



Met 


Lys 


Pro 


Tyr 


Phe 


Ser 


Cys 


Vai 


Phe 


Vai 


Phe 


Cys 


Phe 


Leu 


lie 


Lys 


















10 










15 




Leu 


Leu 


Thr 


Giy 
20 


Giu 


Leu 


Asn 


Asp 


Leu 
25 


Aia 


Asn 


His 


Arg 


Met 

3C 


Phe 


Ser 


Phe 


His 


P.sp 


Giy 


Giy Vai 


Gin 


lie 


Ser 


Cys 


Asn 


Tyr 


Pro 




Thr 


Vai 






35 










40 










A C 
•» ^ 








Gin 


Gin 


Leu 


Lys 


Met 


Gin 


Leu 


^he 


Lys 


Asp 


Arg 


Glu 


Vai 


Leu 


Cys 


As? 


50 








55 










60 










Leu 


Thr 


Lys 


Thr 


Lys 


Giy Ser 


Giy 


Asn 


Thr 


Vai 


Ser 


lie 


Lys 


Asn 


Pro 


65 








70 










75 










80 


Met 


Ser 


Cys 


Pro 


Tyr 


Gin 


Leu 


Ser 


riSn 


Asn 


Ser 


Vai 


Ser 


Phe 


Phe 


Leu 






85 










90 










95 




Asp 


Asn 


Aia 


Asp 


Ser 


Ser 


Gin 


Giy 


Ser 


Tyr 


Phe 


Leu 


Cys 


Ser 


Leu 


Ser 






100 










105 










110 






lie 


Phe 


ASD 


Pro 


Pro 


Pro 


Phe 


Gin 


Glu 


Lys 


Asn 


Leu 


Ser 


Giy 


Giy 


Tyr 




115 










120 










125 








Leu 


Leu 


lie 


Tyr 


Giu 


Ser 


Gin 


Leu 


Cys. 


.Cys 


Gin 


Leu 


Lys 


Leu 




Leu 


130 








135 










140 










Pro 


Vai 


Giy 


Cys 


Aia 


Aia 


Phe 


Vai 


■> - 


Ala 


Leu 


Leu 


Phe 


Giy Cys 


lie 


145 






150 










155 










160 


Phe 


lie 


Vai 


Trp 


Phe 


Aia 


Lys 


Lys 


Lys 


Tyr 


Arg 


Ser 


Ser 


Vai 


His 


Asp 








165 










170 










175 




Pro 


Asn 


Ser 


Giu 


Tyr 


Met 


Phe 


Met 


Aia 


A J. a 


* T 1 


Asn 


Thr 


Asn 


Lys 


Lys 






180 










185 










190 






Ser 


Arg 


Leu 


Ala 


Giy 


Thr 


Ala 


Pro 


Leu 


Arg 


Aia 


Leu 


Giy 


Arg 


Giy 


Giu 




195 








200 










205 








His 


Ser 
210 


Ser 


Cys 


Gin 


Asp 


Arg 
215 


Asn 



















<210> 


16 


<211> 


200 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


consensus sequence 


<221> 


VARIANT 


<222> 


(1) . . . (200) 


<223> 


Xaa = Any Amino Aci 



<400> 16 



'Aez 




Pro 




? ne 


Xaa 


Xaa 


V a. 


Phe 


** • 


Phe 


C vs 


Phe 


Leu 


lie 


Ivs 


1 








c 
























leu 


leu 




Giy 


Giu 


Xaa 


Asn 


Xaa 








His 




Met 
30 


Phe 


Ser 




His 


Xaa 
35 


^-y 


Giy 


Vai 


Gin 


lie 
40 


Ser 


Z'.'S 


Xaa 


. yr 


Pre 
4 5 






Vai 


Gin 


Gin 
50 


Leu 


Lys 


Met 


Gin 


Leu 

55 


Phe 


-ys 


Xaa 


Arg 


60 


Vai 


Leu 


C vs 


Asp 


leu 


T '^r 


Lys 




Lys 


ox V 


Ser 


y 


.--5 n 


• 


Vol 


~ - 


lie 


I'.'S 






65 








70' 




















5 C 


Met 


Xaa 


Cys 


Xaa 


T v'^ 
' 2 " 

85 


Gin 


Leu 


Ser 


Asn 


A.sn 
90 


Ser 


Vai 


Ser 


Phe 


r he 
95 


leu 


Xaa 




Xaa 


Asp 
IOC 


Ser 


Ser 


Gin 


Giy 


Ser 

105 




Xaa 


Xaa 


Cys 


Ser 


leu 


Ser 


lie 


Phe 


Asp 
115 


Pro 


Pro 


Pro 


Phe 


Gin 
120 


Giu 


Xaa 


Asn 


Leu 


Ser 
125 


G 1 y 


G 1 y 


T vr 


Leu 


Xaa 
130 


lie 


Tyr 


Giu 


Ser 


Gin 
135 


Leu 


Cys 


Cys 


Gxn 


Leu 
140 


Lys 


Leu 


Trp 


IcU 


Pro 


Vai 


Gly 


Cys 


Ala 


Ala 


Phe 


Vai 


Xaa 


Xaa 


Leu 


Leu 


Phe 


Giy 


Cys 


lie 


145 








150 










' ^ 5 










16C 


Xaa 


lie 


Xaa 


Trp 


Phe 


Xaa 


Lys 


Lys 




Tvr 


Xaa 


Ser 


Ser 


Vai 


His 


Asp 








165 










1*0 














Pro 


P.sn 


Ser 


Giu 


Tyr 


Met 


Phe 


^•et 






Vai 


Asn 




A.sn 


lys 


lys 








180 








185 










190 






Ser 


Arc 


Leu 


Ala 


Gly 


Xaa 


Thr 


Xaa 



















195 200 

<210> 17 

<211> 214 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> consensus sequence 

<221> VARIANT 

<222> (i) . . . (214) 

<223> Xaa = Any Amino Acid 

<400> 17 

Met Leu Xaa Leu Xaa Leu Aia Trp Xaa Leu Xaa Leu Phe Xaa Leu Xaa 
: -5 10 15 

■ "ie Xaa Vai Xaa Xaa Xaa Xaa lie Xaa Vai Xaa Gin Xaa Xaa Xaa Xaa 
20 25 50 

Xaa Aia Xaa Xaa Asn Gly Xaa Xaa Xaa Xaa Xaa Cys Lys Tyr Xaa Xaa 

35 40 45 

Pro Xaa Xaa Xaa Xaa Giu Phe Arc Xaa Xaa Leu Leu Lys Giy Xaa Asp 

50 55 60 

Ser Xaa Vai Xaa Xaa Cys Xaa Xaa Xaa Xaa Thr Tyr Xaa Xaa Gly Asn 
65 70 75 80 

Xaa Vai Xaa Xaa Lys Xaa Xaa Xaa Xaa Cys Xaa Gly Xaa Leu Ser Asn 

85 90 95 

Asn Ser Vai Xaa Phe Xaa Leu Gin Asn Leu Xaa Xaa Xaa Xaa Thr Xaa 

100 105 110 

Xaa Tvr Phe Cys Lvs Xaa Giu Xaa Met Tyr Pre Pro Pro Tyr Xaa Xaa 

115 120 125 

Xaa Xaa Xaa Asn Gly Thr Xaa lie His Vai Xaa Xaa Xaa Xaa Leu Cys 



13. 



"5 = 



Pro 


Xaa 


Xaa 


Xaa 


?he 


Xaa 


Xaa 




Xaa 




Xaa Val 


Xaa 


V s s 


Xaa 


•IS 

• •Si' 










130 
















• • <K 


Leu 


Xaa 


Xaa 


Tyr 


Ser 
165 


Xaa 


Leu 


Xcc 


~ ^ 


Ala vi: 




V s z 


Xaa 




Xaa 




Lys 


Arg 
180 


5er 


Xaa 


Leu 


Xaa 






Tvr >^e- 


1 ?0 






Pro 


Xaa 


Xaa 


Pro 


Xaa 


Xaa 


Xaa 


Xaa 
200 


Lys 


Xaa Xaa 








Xaa 




?he 


Xaa 


Xoc 


.'.a a 


Xaa 



















210 

<210> 15 
<211> c 
<212> PRT 

<213> Hcn:o sapiens 
<400> 15 

Met Tvr Pro Pro Pro Ty: 



<210> 15 
<211> 4 
<212> P?.T 

<213> Homo sapiens 



<400> IS 
Tyr Met Asn Met 
1 



<210> 20 

<211> 4 

<212> PRT 

<213> Hcmo sapiens 



<400> 20 

Tyr Val Lys Met 



<210> 21 ' 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Phe Asp Pro Pro Pro Phe 
1 5 



<210> 22 
<211> 4 
<212> PRT 

<213> Komo sapiens 

<400> 22 

Tyr Met Phe Met 



.14 



<2is> 

■;2i:> 216 

•'::2> ?r.T 

<21i> .-.rtiiicial lequer.ze 
<22C> 

':222> consensus sequence 

<:21> VARIAMT 

<222> ii; . . . ■;216; 

<223> Xaa = Any .-.-inc .-.cis 



<^00> 22 







r rc 






ier 


---- 




r.-e 


V a* 


r^ne 


Cys 


. ne 




"T 


- 


- 






- 
z 










lo- 














Leu 


Leu 


i r.r 


20 


u 


Leu 


.-*sn 




Leu 
- - 


Ala 




V* e 


.-.rw 








Phe 


His 


35' 


J. y 


Vjr-y 


v£i 


bin 


^ . e 


Ser 


Cys 




- - 


• ro 
45 


0 . u 






Gin 


50 


i^eu 




»';e •- 




^eu 

z z 




Lys 


As? 


• ^ 


so 




' * M 






Leu 


. nr 


* 1 »e 

i.vS 




Lys 


*5-.y 






Asn 


Thr 


Val 


Ser 


He 




P.sn 


Pro 


65 








70 










75' 










BO 


Met 


c^er 






Tyr 


Gin 


Leu 


Ser 


A.sn 


A.sn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 








55 










90 










95 




Asp 


Asn 


Ala 


A.sp 


Ser 


Ser 


Gin 


Gly 


Ser 


Tyr 


Phe 


Leu 


Cys 


Ser 


Leu 


Ser 






100 










105 










110 






He 


Phe 


ASD 

115 


Pro 


Pro 


Pro 


Phe 


Gin 
120 


Glu 


Lys 


Asn 


Leu 


Ser 
125 


-ly 


Gly 


• - 


Leu 


Leu 


lie 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


'rp 


Leu 




130 








135 










140 










Pro 


Val 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Ala^ A.la 


Leu 


Leu 


Phe 




Cys 


He 


145 








150 










155 










160 


Phe 


He 


Val 


Trp 


Phe 
165 


Ala 


Lys 


Lys 


Lys 


Tyr 
170 


Arc 


Ser 


Ser 


Val 


His 
175 


As? 


Pre 


Asn 


Ser 


Glu 
180 


Tyr 


Met 


Phe 


Met 


Ala 
1£5 


Ala 


Val 


Asn 


Thr 


Asn 
150 


Lys 


Lys 


Ser 


Arc 


Leu 


Ala 


Gly Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 




195 










200 










205 








Xaa 


Xaa 
210 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 
215 


Xaa 



















<210> 24 

<211> 16 

<212> PRT , 
<2i3> Rattus norvegicus 

<400> 24 

Leu Arg Ala Leu Gly Arg Gly Glu His Ser Ser Cys Gin Asp Arg Asn 
15 10 15 

<210> 25 
<211> 220 
<212> PRT 

<213> Homo sapiens 



<400> 25 



.1.5- 





LrU 


Ar? 


Leu 


Leu 


Le- 


Ala 


Leu 


A.sr. 


Leu 
1! 


Phe 


r r e 


Ser 


He 


• = 


Val 


1 

Thr 


• , . 


Asn 


Lys 


lie 


Leu 


Vai 




- - r. 


5ef 


r r I 


Xe z 


Leu 


Vai 


Ala 


- - 








20 










* z 
















Asp 


Asr. 


Ala 


Vai 


Asr. 


Leu 


Ser 


^ys 


-y^ 


- - 


Ser 


- - 


Asn 


Leu 


Phe 


Ser 




35 










40 










45 








Arg 




Phe 


Arc 


Ala 


Ser 


Leu 


His 


iy- 




Leu 


Asp 


Ser 


Ala 


Val 


U 














55 










•50* 










Vai 


Cys 


Vai 


Vai 


• 


-*-y 


Asn 




Ser 


«; — r. 




Leu 


- • r. 


Vai 


• . - 


Ser 


65 




















~ z 










: I 


Lys 


Thr 


c-iy 


Phe 


Asn 


Cys 


As? 




-y2 


Leu 


^-y 


Asn 


^-U 


Ser 


v = . 


Tnr 








= 5 










90 










95 




?he 


Tyr 


Leu 


Gin 


A.sn 


Leu 


Tyr 


Vai 


Asn 




Thr 


Asp 


He 


- - 


Phe 


-ys 








100 










105 










- w 






Lys 


lie 


Glu 


Vai 


Met 




Pro 


Pro 


Pre 


- yr 


Leu 


Asp 


Asn 




Lys 


Ser 




115 










120 










125 








Asn 


Gly 


Thr 


lie 


He 


His 


Vol 


Lys 


Gly 


Lys 


His 


Leu 


Cys 


Pro 


Ser 


Pro 














• ^ 










140 










Leu 


Phe 


Pro Gly 


Pre 


Ser 


Lys 


Pro 


Phe 




Vai 


Leu 


Vai 


Val 


Val 


Gly 


145 










150 










155 










IcO 


^ly 


vai 


Leu 


Ala 


Cys 
165 


• »^ 
* .* - 


Ser 


Leu 


Leu 




Thr 


Vai 


Ala 


Phe 


He 


He 


?he 


:r? 


Vai 


Ara 


Ser 


lys 


Arg 


Ser 


Arg 


Leu 


Leu 


His 


Ser 


Asp 


• -* - 


Met 






180 










1S5 










190 






r.sn 




Thr 


Pro 


• y 




Pro 




Pro 






' vs 


His 


T vr 


Gin 


Pro 






195 










200 










205 








Tyr 


Ala 


Pro 


Pro 


A.rg 


Asp 


Phe 


Ala 


Ala 




Arg 


Ser 










210 










215 










220 










<210> 26 




























<211> 223 




























<212> ?RT 




























<213> Hcmo sapiens 
























<A00> 2c 




























Met 


Ala 


Cys 


Leu 


Glv 


Phe 


Gin 


Arg 


His 


Lys 


Ala 


G^n 


Leu 


Asn 


Leu 


Ala 


± 






5 










10 










1 5 




Ala 


A.ra 


Thr 


Trp 


Pro 


Cys 


Thr 


Leu 


Leu 


Phe 


Phe 


Leu 


Leu 


Phe 


He 


Pro 






20 










25 










30 






Vai 


Phe 


Cys 


Lys 


Ala 


Met 


His 


Vai 


Ala 


Gin 


Pre 


Ala 


Vai 


Val 


Leu 


Ala 






35 










40 


















5er 


Ser 


Arg 


Gly 


He 


Ala 


Ser 


Phe 


Vai 


Cys 


Glu 


"^yr 


Ala 


Ser 


Pro 


Gly 




50 








55 










60 










Lys 


Ala 


Tyr 


Glu 


Vai 


Arg 


Vsl 


»" u 


Vai 


leu 


Arg 


Gin 


Ala 


Asp 


Ser 


Gin 


65 








70 










— z 










90 


Vai 


Thr 


Glu 


Vai 


Cys 


Ala 


Ala 


Thr 


• - 


Met 


Thr 


Gly 


Asn 


Glu 


Leu 


Thr 










85 










90 










95 




?he 


Leu 


Asp 


Asp 


Ser 


He 


Cys 


Thr 


Gly 




Ser 


Ser 


Gly 


Asn 


Gin 


Val 






100 










ICS 










110 






Asn 


Leu 


Thr 


He 


Gin 


Gly 


Leu 


Arg 


Ala 


Met 


Asp 


Thr 


Gly 


Leu 


'y- 


He 






115 










120 










125 








Cys 


Lvs 


Vai 


Glu 


Leu 


Met 


Tyr 


Pro 


Pre 


Pre 


*y' 


Tyr 


Leu 


Gly 


He 


Gly 


130 










135 










140 










Asn 


Gly 


Thr 


Gin 


lie 


Tyr 


Vai 


He 


Asp 


Pro 


Glu 


Pro 


Cys 


Pro 


Asp 


Ser 


145 








150 










155 










160 


Asp 


Phe 


Leu 


Leu 


Trp 


He 


Leu 


Ala 


Ala 


Vai 


Ser 


Ser 


Gly 


Leu 


Phe 


Phe 








165 










170 










175 





Tyr Ser ?he Leu 
180 

Ara Ser Pre Leu 
195 

Pro Glu Cys Glu 
210 



Leu Thr Ala Vai 

Thr Thr Gly Val 
200 

Lys Gin Phe Gin 
215 



Ser leu Ser Lys 
185 

7yr Vai Lys Met 

Pre Tyr Phe lie 
220 



Met Leu Lvs Lvs 
190 

Pro Pre Thr Glu 
205 

Pro lie Asn 



